ABSTRACT Here, we report the full-genome sequence of Milolii virus, a novel singlestranded (positive-sense) RNA virus discovered from Tapinoma melanocephalum ants in Hawaii. The genome is 10,475 nucleotides long, encoding a polyprotein of 3,304 amino acids.
genomes were assembled individually from each of the two samples, and Geneious nucleotide alignments revealed that the sequences share 99.9% pairwise nucleotide similarity.
Accession number(s).
This full-genome sequence has been submitted to GenBank under the accession number MF155030.
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